Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.056; wR factor = 0.148; data-to-parameter ratio = 16.0.
In the title molecule, C 18 H 18 N 2 O 2 , the bicyclic ring system and the benzene ring form a dihedral angle of 13.45 (3) . In the crystal structure, weak intermolecular C-HÁ Á ÁO hydrogen bonds link molecules into chains propagated along [201] . Table 1 Hydrogen-bond geometry (Å , ).
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2009
). In continuation of this work, we report here the crystal structure of the title compound, (I) (Fig. 1) .
In (I), all bond lengths are normal and in a good agreement with those reported previously (Shao et al., 2009) In the crystal structure, weak intermolecular C-H···O hydrogen bond (Table 1 ) link the molecules into chains propagated in direction [201] .
Experimental
To a 50-ml round-bottomed flask were added 3-p-tolyl-1H-pyrazole-5-carbaldehyde(6.0 mmol), ethyl 4-bromo-3-methylbut-2-enoate (7.2 mmol), potassium carbonate (1.60 g, 12.5 mmol) and DMF (10 mL). The mixture was stirred at rt for 8 h and then filtered. The filtrate was poured into water (100 ml) and extracted with CH 2 Cl 2 (3 x 30 ml). The combined extracts were washed with water (2 x 50 ml), dried over anhydrous MgSO4 and filtered, and the solvent was removed by rotary evaporation. The crude product was purified by column chromatography (yield 75%). Crystals of (I) suitable for X-ray diffraction were obtained by slow cooling of the refluxed solution of the product in ethyl acetate at room temperature for 2 d.
Refinement
All H atoms were placed in calculated positions [C-H = 0.93-0.97 Å] , and included in the final cycles of refinement using a riding model, with U iso (H) = 1.2U eq (C) and 1.5U eq (C) for the methyl H atoms.
Figures Fig. 1 . View of the title compound, with displacement ellipsoids drawn at the 40% probability level. Primary atom site location: structure-invariant direct methods Extinction correction: none 
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